The distributions of similarity scores between microRNAs (diseases). 
Fig.S1
The distributions of similarity scores between microRNAs (diseases). The distribution of AUC score for prioritizing the microRNAs related to the specific diseases. (B) The distribution of AUC score for prioritizing the diseases related to the specific microRNAs.
Fig.S3
Comparison the performance of our method with RLSMDA and NCPMDA for prioritizing the microRNAs related to the specific diseases and for prioritizing the diseases associated with the specific microRNAs using the same weighted networks.
(A) The ROC curve for prioritizing the microRNAs related to the specific diseases. (B)
The PR curve for prioritizing the microRNAs related to the specific diseases. (C) The ROC curve for prioritizing the diseases related to the specific microRNAs. (D) The PR curve for prioritizing the diseases related to the specific microRNAs. 
Table S1
The top 30 microRNA candidates for breast neoplasms in the ranked list.
Table S2
The top 30 microRNA candidates for lung neoplasms in the ranked list With analysis of the microarray data sets, a microRNA is considered to have different express levels in breast cancer when compared to normal tissues. This kind of microRNAs is labeled by 'dbDEMC'. (3) 'HMDD' means that a microRNA is a newly reported breast neoplasms-related microRNA which is collected by September-2012 version of human microRNA-disease database HMDD. (4) 'miR2Disease' means that a microRNA is included in miR2Disease database, a manually curated microRNA-disease association database. (5) G2SBC is a genes-to-systems breast cancer database, which is usually used for assistant studying the breast cancer. 'G2SBC' means some of the top predicted target mRNAs of a microRNA are breast cancer-related genes.
Rank
MicroRNA Name Evidences PMIDs Descriptors With the significance analysis of the microarrays, hsa-mir-100 is identified as a potential microRNA down-regulated in breast cancer when compared to normal tissues. With the significance analysis of the microarrays, hsa-mir-135a is identified as a potential microRNA up-regulated in breast cancer when compared to normal tissues.
With the significance analysis of the microarrays, hsa-mir-130a is identified as a potential microRNA down-regulated in breast cancer when compared to normal tissues. With the significance analysis of the microarrays, hsa-let-7i is identified as a potential microRNA down-regulated in breast cancer when compared to normal tissues.
Hsa-let-7i is included in miR2Disease, a manually curated microRNA-disease association database. It means has-let-7i is really associated with lung neoplasms. 10 hsa-mir-106a dbDEMC 17922911
With the significance analysis of the microarrays, hsa-mir-106a is identified as a potential microRNA down-regulated in breast cancer when compared to normal tissues.
hsa-mir-150 dbDEMC 17922911
With the significance analysis of the microarrays, hsa-mir-150 is identified as a potential microRNA up-regulated in breast cancer when compared to normal tissues. With the significance analysis of the microarrays, hsa-mir-181a is identified as a potential microRNA up-regulated in breast cancer when compared to normal tissues.
Hsa-mir-181a is included in miR2Disease, a manually curated microRNA-disease association database. It means hsa-mir-181a is really associated with lung neoplasms. With the significance analysis of the microarrays, has-let-7g is identified as a potential microRNA down-regulated in breast cancer when compared to normal tissues. With the significance analysis of the microarrays, hsa-mir-371 is identified as a potential microRNA up-regulated in breast cancer when compared to normal tissues. With the significance analysis of the microarrays, hsa-mir-148a is identified as a potential microRNA up-regulated in breast cancer when compared to normal tissues.
Hsa-mir-148a is included in miR2Disease, a manually curated microRNA-disease association database. It means hsa-mir-148a is really associated with lung neoplasms.
hsa-mir-208 dbDEMC 16784538
With the significance analysis of the microarrays, hsa-mir-208 is identified as a potential microRNA up-regulated in breast cancer when compared to normal tissues.
Table S2
The top 30 microRNA candidates for lung neoplasms in the ranked list.
(1) 'literature' means that there is a literature to support that the microRNA is related to human lung neoplasm. (2) With analysis of the microarray data sets, a microRNA is considered to have different express levels in lung cancer when compared to normal tissues. This kind of microRNAs is labeled by 'dbDEMC'. (3) 'HMDD' means that a microRNA is a newly reported lung neoplasms-related microRNA which is collected by September-2012 version of human microRNA-disease database of HMDD. (4) 'miR2Disease' means that a microRNA is included in the miR2Disease, a manually curated microRNA-disease association database.
Rank
MicroRNA Name Evidences PMIDs Descriptors
With the significance analysis of the microarrays, hsa-mir-106b is identified as a potential microRNA up-regulated in lung cancer when compared to normal tissues.
2 hsa-mir-15a dbDEMC 15944708
With the significance analysis of the microarrays, hsa-mir-15a is identified as a potential microRNA up-regulated in lung cancer when compared to normal tissues. With the significance analysis of the microarrays, hsa-mir-133a is identified as a potential microRNA down-regulated in lung cancer when compared to normal tissues.
hsa-mir-10a dbDEMC 15944708
With the significance analysis of the microarrays, hsa-mir-10a is identified as a potential microRNA down-regulated in lung cancer when compared to normal tissues. With the significance analysis of the microarrays, hsa-mir-100 is identified as a potential microRNA down-regulated in lung cancer when compared to normal tissues. With the significance analysis of the microarrays, hsa-mir-152 is identified as a potential microRNA down-regulated in lung cancer when compared to normal tissues. With the significance analysis of the microarrays, hsa-mir-130a is identified as a potential microRNA down-regulated in lung cancer when compared to normal tissues.
Hsa-mir-130a is included in miR2Disease, a manually curated microRNA-disease association database. It means hsa-mir-130a is really associated with lung neoplasms.
16 hsa-mir-148b dbDEMC 15944708
With the significance analysis of the microarrays, hsa-mir-148b is identified as a potential microRNA down-regulated in lung cancer when compared to normal tissues.
